Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.002 Å; R factor = 0.039; wR factor = 0.102; data-to-parameter ratio = 16.7.
Related literature
The title compound was obtained in a continuation of our studies of derivatives of the antitumor agent pazopanib (systematic name 5-[[4-[(2,3-dimethyl-2H-indazol-6 -yl)methylamino]-2-pyrimidinyl]amino]-2-methylbenzolsulfonamide), during which we determined the crystal structure of the related compound N-(2-chloropyrimidin-4-yl)-N,2-dimethyl-2H-indazol-6-amine, see: Qi et al. (2010) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). In (I) (Fig. 1) , all bond lengths and angles are normal and correspond to those reported by Qi et al. (2010) . In N-(2-chloropyrimidin-4-yl)-2-methyl-2H-indazol-6-amine (M) molecule, the indazole and pyrimidin fragments form a dihedral angle of 23.86 (4)°.
In the crystal structure, M and methanol molecules are linked by N-H···O and O-H···N hydrogen bonds (Table 2) into chains propagated in [010] . Intermolecular π-π interactions (Table 1 ) between the rings from the neighbouring chains stabilize the crystal packing.
To a stirred solution of the 2-methyl-2H-indazol-6-amine (10 g, 0.07 mol) and NaHCO 3 (12 g, 0.14 mol) in ethanol (250 ml) was added 2,4-dichloropyrimidine (12 g, 0.08 mol) at room temperature. After the reaction was heated for four hours, the suspension was cooled to room temperature, filtered and washed thoroughly with ethyl acetate. The filtrate was concentrated under reduced pressure to get off-white solid as crude product. The solid was dissolved in methanol 40 ml at 293 k, then colourless crystals were generated slowly.
Refinement
C-bound H atoms were geometrically positioned (C-H 0.95-0.98 Å), and refined as riding with U iso = 1.2-1.5U eq (C). The H atoms of N-H and O-H were found from difference map and isotropically refined.
Figures Fig. 1 . The molecular structure of (I). Displacement ellipsoids are drawn at the 50% probability level. 
Special details

